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Objective: To screen the specific serum biomarker of anklosing spondylitis using peptide library biopanning technique. Methods: Phage random peptide library of 12 amino acids was immunoscreened with purified IgG from sera of anklosing spondylitis (AS) patients. Positive clones which were obtained after 3 rounds of biopanning were detected by ELISA and 7 of them were sequenced. The binding test of positive clones with the AS patients, systemic lupus erythematosus (SLE) patients, rheumatoid arthritis (RA) patients, Osteoarthritis (OA) patients as well as healthy controls were detected using phage-ELISA. The correlation analyses were evaluated among the absorbance and erythrocyte sedimentation rate (ESR) and C-reactive protein (CRP).
Result: After 3 rounds of screening, the radio of output to input increase to 1.9×10 -5 . At the 3rd round of screening, 20 clones were selected and 17 were proved to specifically react with the sera of AS patients. The 7 clones sequenced were come from the same one named AS1. Its inserted sequence was deduced to be QSQRRARSIMMM. The positive rate of AS1 in diagnosis AS patients, SLE patients, RA patients, OA patients and healthy control group was 92.0%, 56.7%, 50.0%, 13.3% and 14.0% respectively, and there was significant difference (χ 2 =77.418, P< 0. 01). The absorbance values showed positive correlation with ESR and CRP, the correlation coefficients were 0.165 and 0.239. Conclusion: These finding indicated that the short peptide QSQR-RARSIMMM could be the specific serum biomarker of AS and may be used in laboratory test. Objective: To investigate the dynamic expression and alteration of hypoxia inducible factor-1α (HIF-1α) and its pathological features in hepotacellular carcinoma (HCC). Methods: Hepatomas model was induced with 2-FAA on male SD rats for investigating dynamic changes of HIF-1α. Liver specimen from HCC patients were collected by self-control method. The expression, cellular distribution, and pathological features of HIF-1αwere analyzed by immohistochemistry. Results: Rat hepatocytes from granule-like degeneration to atypical hyperplasia and HCC development, and the progressing increasing of the levels of hepatic HIF-1α and HIF-1α mRNA expression during the course. The levels of HIF-1α in hepatoma tissues and sera were significantly higher than those in normal and degeneration ones. There was positive relationship of HIF-1α levels between them in hepatoma tissues and sera (P<0.05). The positive HIF-1αw as brown and granule-like, mainly presented in cytoplasm and few in nucleus. 
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